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Description automatically generated]
Mutations in the M protein of SARS-COV-2 variants (aa1-aa130): it includes a total of 4 mutations E12X, F28X, V70L, I82T and 1 deletion at 72position. Normal aa-substitutions highlighted in blue and red while mutations are highlighted in black color.
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Description automatically generated]
Mutations in the E protein of SARS-COV-2 variants (aa1-aa75): it includes a total of 5 mutations L28P, T30I, L51X, V58F and P71L. Normal aa-substitutions highlighted in blue and red while mutations are highlighted in black color.
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